obtained was due to the technique; four readings of absorbance are required, only a small change in absorbance (0.056 A per 0.1 mmol of creatinine per liter) is obtained, and the initial absorbance reading and the final absorbance reading, when the sample has a low creatinine concentration, are both made at an inherently imprecise part of the absorbance scale.
Linearity.
Linearity was assessed by duplicate analysis of a series of seven samples generated by mixing aliquots of two sera of 0.80 and 0.08 mmol of creat- 
Accuracy of a Fully Enzymatic Method for Creatinine, as Judged by Isotope Dilution-Mass Fragmentography
To the Editor:
The simple enzymatic methods of analysis for cholesterol, glucose, urea, uric acid, and several other components in serum or blood are in general accurate, giving values near those obtained with highly accurate comparison methods (1). In contrast, many less-specific methods are in general use that are based on formation of more or less well-defined colored complexes. Of these the Jaff#{233} reaction for determination of creatinine is probably most important quantitatively.
It is well established that this method gives falsely high values, owing to the presence of "pseudocreatinines" in serum, which may increase the apparent creatinine concentration by 10 to 100%. On the average, methods based on the Jaffb reaction give a constant positive error of about 20 zmol/L (2).
Recently, fully enzymatic methods for determining creatinine were described (3, 4) . These methods are not yet widely used, and there is still some uncertainty with respect to their accuracy. We have now compared results by a fully enzymatic method with those by a highly method, and the kinetic method, 3.0,3.7, and 2.7%, respectively.
We were used. The increase in absorbance was measured during 25 to 35 s after initiation of the reaction. The specimens were kept at room temperature for not longer than 4 h before assay with the two routine methods. The mass-fragmentographic method starts with addition of an internal standard to the serum and lyophilization. These procedures were also initiated within 4 h after collection of the samples. Regression analysis of each of the two routine methods with the comparison method were performed with two independant variables (line of best fit) (5) . The CVs, calculated as described previously (1), were for the mass-fragmentographic method, the enzymatic
